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#M2 0 0 2-2 1 1 9 5 1 ^ ^-v?: 1/ 



0000003158 

mms^m^m] cotk u/oo 
[Ris] Itl^ sit 

[ftBffXiimi M-Mumm^mmm 10-22 mM^?-s^:^^PH-^ 

lmSlJ#-i-] 000006677 
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#02 0 0 2-2 1 1 9 5 1 A ^-P : 2/E 



imfXimm] ymnmm^mmm 10-22 M-M-ki-mmri^^mm 

mmm-^] 100089200 

imm^] 100109357 

i^m-^m^^} 005348 

mn^m} 2i.ooon 

m^^] mmm 1 
laM 1 
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S^m 2002-211951 



1/ 



m^mi} (1) lB^J#-^2. @B^J#^6. bb^m^s. 

se^iju^io. ttzumm'^i 2'XTm^fi^r< ymmm^-^^. ltj-^. tt 
mmv^^^mms^mmiz^mm^kir^^'')^':^f-v\ *^v^t±, (2) le 
ieM#-^4. @a^j#-^6> sE^j#-t8> mmm-^i 0, sf.:{±iE^j# 

•^1 2T'^$tt;g,T5 ymi5^Jt^:fev^t:> it/v:i±m^<7>T5 ym^&^em. 

[m^m2] @B^j#-^2. BB^j#-t4. mnrn-^G. ss^j#-^8. m^m 
[m^:^7] ia^j#-^u ea^j#-^3. @B^!i#-f-5> ie^j#-^7. BeH# 
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#M2 002-211951 




2/ 



[0 0 0 1] 
[0 0 0 21 

^ y^-u^t (interleukin-l> IL-1) . -O' ^ ^ ^y'-Q (11^6) > 

^ y-$r-u^ ^y-S (IL-8) . ^ >i5^-n-f ^>-i2 (IL-12) . -fy^-n^:^ 
V-15 (11^15) > ^ V^-nW'^>'-18 (IL-18) . ffi^:^^H^a (tumor necr 
osis factor- a ^ TNF-a) ^j: t*<D^^^'^4 — S^^fcM^ (nitric oxi 

de> NO) > -fux^^yyyy (prostaglandins^ PCs) ^ i^(Ommm^-^^io 
tLTV>;& (Bucala R. et al. , J. Exp. Med. 1991 173 p569-574.) o tfz. t^BM. 
m^m^ir^f^m^mmmtmO/CMO') -ff^ ICm-l (intercellular adh 
esion molecule-1) / LFA-1 (leukocyte adhesion molecule-l) 5^^if<^^B&^ 

h (Wallberg-Jonsson, S. et al., J.Rheumatol. 2002 29 p875-882) o 

pT^ii^^JSr ^-SrMv^ Ilr-K IL-6-^TNF-« =SrSWi: t 
tzx^m^i)^M^^^^<0:^^'m^^^-^m:^X\i^h (Haraoui, B. et al., Curr 
Pharm Biotechnol 2000 1 p217-233) o L;&^L. '^^<Ox^BU^6^^'^^^ ^ 
■r^mWMXit^^nm^Xi:^ii^^^^^\^Mm-^^^ir^ (Peldmann, M. Nat 
ure Rev Immunol 2002 2 p364-371) o t^&oT, g6#0^^i: {i^^^ff 

tfz. ^H60;^^;&^P>RAO^IStCMi-'i>*m^^^^^tLTV^;S,^5 (Medicine, ed. 
Axford, J. , Blackwel 1 Science 1996 pp3. 18-3. 22) . ^ "b O^J^ti^^: 
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^#M2 0 0 2-2 1 1 9 5 1 ^ 3/ 

[0 0 0 3] 
[0 0 0 41 

i^Lfzo ^hK^ mMU^f-mmm^jit'') ^^-^^mKm (pcr) -f^^-^-^ 

[0 0 0 51 

[1] (1) @B^j#-^2. iB^j#-^4. m^m^e. mn^^s. mvm-^i o 
. t fziiwmm-^ 1 2 xm^ti^ r^y mMn ^ m^mtsi v^-^ 

^B.^m^^^z^M^m^ir^yi-'')^-:^^y\ (2) IB^J1I^2. SB 

^J#-^4. lS5^J#-^6. SS^J#^8. SB^iM^l 0> t }±@B^iJ#^ 1 2Xm^ 

fii>7<ymwmKii^^x. itfzimm<or^/m.-^m^. Ri>'yxit 

[2] sE^j#-^4. mn^^s. m^m-^i o> ttz 

[3] [1] tfzit. [2] icfBm<7>^';^"/^K*=i-Kt-^^';^iJ^i^^^ 

[4] [3] i,zmw.<o^v i^^^y^-^tf^^^^^-- 
[5] [4] izum<7)§tm^^ ^-x'^m^m^f^^^Bm> 

[6] [1] tfzit. [2] tc|Bm<^.i^^;^r^Ktw^'^t-^tn;#. 

[7] iE^J#^l. @B^J#^3. iS^J#-t5. ia^J#-i-7^ iB^J#-^9. ^/iti 
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0 0 2-2 1 1 9 5 1 ^ I 4/ 



[8] (1) mii^^<^rtM^^'9->'7'>'vi-*5tt^^ [3] Ktm<7)m.mMm^^ 
tf^fs^<^iimv^;v=s:fflij^-r^x®. Rxf (2) w^^trzii^m^mm')^ 

10 0 0 6] 

(1) SB^!j#-^2. @B^Jl=-^4. @E^J#-t6> @S^ij#-^8. ie^J#-^l 0. ^fc 

{±@E?!)#-^ 1 2 tts r ^ y msB^y^^ f> ^ i; ^t^-^ k ; 

(2) iB^J#-^2. Ba?^Jf|-^4. @S^J#-^6> @a^J#-^8. SB^M-^ 1 0> 

m^^-t^^'v^-f'^h\ ^^v>{±. @B^ji=-^2. @B^j#-^4. mm^6. sa^J 

(3) iE^j#-t2. ia^j#-^4. ie^j#-f-6. @B^jii-f-8> m^m-^i tfz 

10 0 0 7] 
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^ #M 2002-211951 ^ v : 5/ 

^m#2. @E^J#-^4. ie^J#-^6. Sfi^J#^8. Ifi^JH-^l 0. ^/i{i@B^J# 

■^1 2x-m^f^^r< ymwmi^^^^^x. i~i ois. L<tii~7'i@. m 

o 

r:*:|&5?<^ffiRI'i^y^7'-^KJ li. r@B^J#-^2. i^^J#•f•4^ Ba^J#-^6^ IB 
^J#-i-8. iS^m-f-l 0. t/cliSB5^m-^l 2"e^$^^T^ymBB^J^<^ffira 

9 0 % ^ T 5 y mmmT!)- <b ^ ^ . L;6- ^ . RA.m^##fi1) irl&m^^ii 

. SFt L<(i9 5%J':i.±. L<t±9 8%m±-e^^T5ym@Bm^«b^ 

2 b i t)R, /^->^3 V2. 0. 12;National Center fo 
r Biotechnology Information (NCBDiJjX 
^] cob 1 2 s e q-/n^^A (Tatiana A.Tatusova, Th 
omas L. Madden, FEMS Microbiol. Lett., 1 
74, 247-250, 1999) ^fflV^T#?>ttfc^ifi^^I*i--5>o 

fT'n^'^AiSJ t LT Tb 1 a s t pj ^> 
rCap^ACo s tfllj «r fOj T'. 
rGap#SCo s tm] «r TOJ -C. 
TMa t r i xj tLX FBLOSUMG 2J 

v^o m^it. bs5?!I#-^4. mn^^e. mm^-^s. mm^^i o 
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^ mm 2002-211951 ^ : 6/ 

. @e?!l#-^6. @E^J#-^8. iB^J#-tl 0. ^fz\imfm^l 2t?^$tLST^ 
;2)o :^0«»t^i3V^-C P^M^J (variation) t\±. |WI— #1*1 

[0 0 0 8] 

6 . @e^j#-^ 8 . i o . t {±@fi^ij#-^ i 2 tt;& r ^ / m 

•r^KJ @B^J#-^2-C^$tL;s,T^ym^^<b*'2>'i^';^7'^K't?ab*M 

^K-e^;5>^eM«r rDGPPlL^eSJ . @B^J#-i-8 T^^^tt-S, T ^ ^ m:d^?>'5:^ 
^V^T^f-K-e^^^e®'!- TDCPPlSSeKJ . SB^J#-^1 O-e^^tT-^T^y 
m5d^'b=&<5>5^°';^7'^Kt?^<i.^e^^ rDGPP2LMSMJ > @b^ij#-^i 2-e^$ 
tL^ST^ ym^^^'^^Jj^'V^'/^ K-r-^^ga®=^ rDGPP2S^S®J ii^-r^o 

^J#-f - 8 . Wm^^ 1 0 > t {iia^J#-i- 1 2 T-^ $ tL^ T 5 y miB^J*^ ^5? 

u ^7"^ Kj . riE^j#-^ 2 > se^j#^ 4 . wm^^ e > 8 > wmm 

-^10. tfct±iB^J#-f-l 2T-^$tL^T^/m@B^J^'i-«i^. L:;^^^^ RA,m^# 
mm:.^'^i)^i^W^^^')^':f'f-V. ib^vMi, iB^J#-t2. iB^J#-^4. lE^J 
#■^•6. lE^j#-i-8. ifi^J#^l 0. ^fz\tm^m^l 

^JlcioV^T. 1-1 O-fi^ $Ft L<^il~7'l@^ Mt^^t t<{il~5'i@<^T^ 
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2002-211951 ^ ^-^^ : 7/ 

SE^J#-^6. @a^J#^8. iB>^J#-tl 0. tfzltm^m^l 2-C^$tL^T5y 

mee^ij <r>mmm^9 o %m± 1 1 < {± 9 5 mi^i?^ l < i± 9 s % 

V KJ 76^^^t L < . riB^J#-t 2 . IE^J#-^ 4 > ifi^J#-^ 6 , IB^iJ*-^ 8 

10 0 0 9] 

@B^J#-f-2|a«OT^ >'m@fi^Jt?^^^^RA2SS®^ -e<^)^tE6<J^«^#> 

t±. @B^ij#-^ 2 %m.(r> T^y mmm nr^ummyu'^ h^-^h^'^jy^^vt 

^J#^ 4 fdm<^) rxj ^ =1 - Ki-^^*SB^>j5^^ lb ^ ^ ^° V ^ F-e 

6 mM<o r<y mmnr-^ $ tt;i>DGPPiLiie -e-o^BgKj^ffi^^#> x 

*l&5goDGPPlSmfi®*='- Y-t^m.mUW^h^j:^^'') ^ ^ 1^^^ K{i> @£^'J 

#-i-8ffl«<^>T^ym@e^J'e^$tt^DGPPisMS®. -eo^tifiti^^ffiefc^'^. x 

. SB^J#-i- 8 IBm<^ r^y mse^J =£r n - KI- ^ J^^BB^J:*^ h^:h^V ^^U:^^ 
2^^?9<ODGPP2L^6M^=i- ^ ^ Kti. 
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2002-211951 ^ ^-i^ 8/ 

ti> eB^J#-^l Ofa«cOT^>'mifi^J=£r=i-Ki"^i^*BS^J^^^*'5>'-H';p?^'W 
#^1 2|Bm<^T^ /^iB^!)t?^$tL.2)DGPP2Sge@> -?-<7)^HEfi<J^flfi^^#. 

[0 0 1 0] 

t^. (1) PCR^fflv^fc:^^, (2) #^C0itf5^X^6«;^^ (-r>&;b-t>cDNA^ 

RA2^e®. RA3^e®> DGPPlL^a®. DGPPlSSSg. DGPP2LS&®t/c 
liDGPP2S®e^) ^ r:*:|&§^<^>it<5T-J ^:*:|&W<^iHSi=- (■r'&t>t>. RA2iHS 
RASa^Ed^. DGPPlLitfS^-, DGPPlSitfST-x DGPP2LatiST't 3ttiDGPP2Sat{S 

*^i/>t±aj^. t?!lx.tf. lihRA.m#E&*ri-M>{>^'bmRNAtttm-r'5>o ^v^-e> 
as (PCR) U 2^^§8<^'-H'J J? V^r^ Kt /cti^O— ^tr^f-i) <1 t^^-C 
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mm 2002-211951 ^ ^->^ : 9/ 



J:^)*#:atl^^{i^ mK.i>mmmi \>zmmo^m^^ ^^^m<D^°v ^ ^ 
mm(ofm} d ^eKitfeT-coM5t:^ri*b)^2Mat^iriBm^tLfc^jiitcj:i9 

{f, Oligo lOOOM DNA Synthesizer (Beckmantt). abSv>l±^ 394 DNA/RNA Synth 
es izer (Appl ied Biosystemstt) ^ t') =Srffl T -^^i" S -^^X i S o 

xi±wM^<^<^m^mm^m^Mnm^^^^t^)^x^^o ttz. :im<d^^^ 
-•^m^^^^ifix%^o 
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#M2 002-211951 ^ ^--^ *. 10/ 

mm(DM&M<7)mM^^ ^-^%^^tTf)^^x-^. m^m^^^~-^^m(D 

(DMEM) ^<7>:^^ ICG418 =^ iJD £ ^) ^is^ffi § ^ o 

:^mm(7)m}^mit'^-ij ~w,nt >y u-Axm^Lx^m^^^ :i tx\ m 
m^M<o^m,<7)mm. m^mT()mmiztj:^o -^-^-mntLxit, mK.it. fl 

AG epitope^ Hexa-Histidine tag. Hemagglutinin tag^ myc epitope^: if^^Jb^ 

o tfz. ^-ij-mmtmmm.m:^<Dmizj:->T-ti^i—^. yr^^-js.. v 

lC:feV^T^N^-7'V i5^-f XT^n-'T't X^Xm^^^^'tifiX^ . mDi^^\Z-M^X% 
tfc, :4i:^9g<^'i^°';^7'^ K(i. %^^(r>-^^^)^'f^Y^mWkmzmM:t^ 

i3^X%ho 
[0 0 11] 
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#M2 0 0 2-2 1 1 9 5 1 ^ ^--J I 11/ 

(Raz, E. et al., Proc. Natl. Acad. Sci. USA. 91, 9519-9523, 1994; D 
onnelly. J. J. et al., J. Infect. Dis., 173, 314-320. 1996) lC<J:oT^># 

/N'^J'-f 7'n7-^>ATp57*n-;^^lcj:^i^n-7bi^^7'f-?*/5^^if'btL^ 

o 

*y ^'n-^;vj:n:#{±, ^-•7-i:5;vx^^><7)^J!aM'a'fe (Kohler, G. and 
Milstein, C. Nature, 256. 495-497, 1975) K H ^ mWii)^^^^zM.^ir h 

[0 0 12] 

sB^j#^ 1 . 3 . gB^j#^ 5 > m^m-^ 7 > ie^j#-^ 9. tfz imn 
^vt m^&^K^^^y') ^i-^s tit. a'^(^>'N^y;r-f-fe'-v3>^ 

#i:{i> >'N'f -lf-'>3 >0/v:i6<^^#i: LT. TSxSSPE. 5xDenhard's 
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2002-211951 ^ V : 12/ 

0.5% SDS. 40% ^^)VAr^ Y\ 200;t/g/ml Mffli^DNA. SyCrt-ZN'— ^ 
^ hj mm<7)0k^X-^^. J: J9J^tv^^#i: LTli TSxSSPE. SxDenhard'sT^. 
0.5% SDSx 50% ^;i'AT^ h% 200/«g/ml liJ^^DNA. 42'C:t-/^— ?--f > 

J mm<7)^^'c$>^o tfzm^<7)fzt()(D^^tLx. m^^^tLxti rsxssc 
. 1% SDS. 42'cj > a-^ ro.sxssc. 0.1% SDS. 42t:j nm(D^^x^^. X «9 

j^tv^^#i:LT« r0.2xSSC. 0.1% SDS. GS^CJ ®JK<^^#-e^^o CK^i^ 
V:^-f-K(±. :^^m<7>yt'V ^^l^^'^Vi^B. n.mthfz^<r>'fu 

xmf^1rh^ti3m^x^:ho -/y-f ^-i: trfflv^^^^t'tt. i5bp~ 

100bp> 0 1 L < (±15bp~40bpOmft'Sr^i-^p 7^7^ LT$f t Lv^^* 

1) ifi5^J#-t2 5S.t^^j#-^2 6 lcf3m<^J^^BE^J-e^^^**:^^^ 
2 ) @E^J#-^ 2 7 :5.t^'@B^iJ#-i- 2 8 tCfBmo^^ie^J-C-^$ tt;2> "/^ 

3 ) wm^^ 2 9 5.t>'@fi^m^ 3 0 \z%im<r>m.mm\xu^ fi^y'^-t-^- 
. 4) Be^j#-^3 iRzmm^^szKtmommmnxm^ti^'^y^'^—^^ 

ii 15bpOM;^<^DNA7{»^ffl tL;6 o 

^•e. itfS^^S:J!il*fi"^^-i6lwfflv^ic>ttTV>^(Chee. M. et al. (1996) Sc 
ience, .274, 610-613) o 

th^^ttPte^ (OA) B.miwf^mKitm.vx. vRkBMmmmi^is^^x 
^3^m^M\^x\^^^mMm^'f'kM,mLfz:it:d>(i>. :iM<D§tmM^mmL 
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#M 2002-211951 A ^-i^ : 13/ 



^-^_^|C^lt^7'7'<-7-ISti-t±> •/7^"V~^tfV'7 h 'i7^TPrimer Exp 
ress (PEBiosystems)*2^^flJMLT-ei^o tfc, iffi^Icl^^O^'';^"/^ K 

o 

RT-PCR^tCi3V^Tt±. it^Ei^coJiiliSii^lCiJV^TPCRiiilli-^^^- (VT^l^^^ 
APCR) (Genome Res. .6(10) . 986, 1996) v^-g> d i: i 0 . 2|s:|i|51<^st<5 
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2002-211951 A : 14/ 



-mtLXii. mK.i£. ABI PRISM7900 (PE/M ^ AXt±) ^fflv^^dt 
Tb^m^ho ';T;V3'^APCR{i'&^<^>:^^?*-e^»}. -^Of::4e><^>^e:feJ:a'^:>' ^ 

(2) ici5v>-c{i. xfi (1) x%(:>^fz%'^v^)\^hw^^-tfzmnms 
ips-e § ;i> J: ^ ic^tt- 1 fs:M:^i6]25.0'^jt:^i^ -/^ -t-tj^'-^^ o 

[0 0 13] 

^^>0'eti^v^o #t3ifO:65^V^J#'^{i, -2r^o:^^(Sainbrook,J.st al, 

"Molecular Cloning-A Laboratory Manual", Cold Spring Harbor Laboratory, N 

Y, 1989) m<r>mi^%.^%m.'^^^ r ;v-^^^ic^ojt^#tctifec tzo 

[0 0 141 

(HJfei^l) ^^^^--y^^'J-T'-f (open reading frame, ORF) 



ajiiE#2 003-3068358 



^#M2 0 0 2-2 1 1 9 5 1 ^ ^--J: 15/ 

m 1 K^-ty^ ^ V— «y h 1 3 -mm^ 1 4 . sb^j^-^ 1 5 -is 

^J#-i- 1 6 . '@E^j#-^ 1 7 -HB^J#-f- 1 8 . IB^J#-^ 1 9 -@E^J#-^ 1 8 . IB^J 
#-f-2 0-BB^J#-^2 1. Xti> @B^J#-t2 2-i5?^J#-^2 1 ) . 1^ MI^Bifi^ 
cDNA (Human spleen 5' -stretch plus cDNA ; ^ >lf h n>?jry1±), Jiy«DNA^° 
V p« 7— -^f (Pyrobest (^^)DNA p o 1 ym e rase; SMitli 
) ^rfflv^T. 9AV2^(D^. 9 8'C10#. 6 0t:3 0#. 7 2t:i:0-3O#^ 

<^)DNA(7)-9*>. 'f'^^'^-'ty 4xm^Lfzmk 

S:BamHI-XhoIt?z:m^Bfb> -?-<^'ffe<ODNA*HindIII-XhoI'ezia^if L/io 
^ ^ ^ -pcDNA3. l-CFLOBamHI-XhoIXliHindlll-XhoIgB^ A #11^^ 9 
K=JrCFL-RA2. CFL-RA3. CFL-DGPPIL, CFL-DGPPIS. CFL-DGPP2L, CFL-DGPP2S 
t^j^iffzo pcDNAS. 1-CFLti. pcDNA3.l(+) YuP j.>^±) <DXhoI-XbaI 

3Rxmmm-^2 A-fy-h^j:^ 2mm.^') nm'irifALfc-T'^ 

tL^o Blfffl#7°7;^^ K<7)ifi^iJ=^VT':t^Vi5''-5 ^■^-i?'-fel'<t "5^ AB 137 
00 DNA ^y-^cs^Z^"^- (T-/^^ K^nM :^->^xAX^i:) =Srffiv>T«S^Lfc 
t^y^. Wm^^l. @B^J#^3. @S^J#-i-5. aB^J#-^7. SB^J#^9. X 

o ^il<g^=-=^^tL'Pn.RA2, RA3, DGPPIL. DGPPIS. DGPP2L, S-t^' DGPP2St^#tt 

fzo m^r\Jwm^\^^f^^'i\Mn^^2. iB^j#-^4. @fi^j#-^6. wmm 

■^8^ BB^J#-i-l 0. 2SltiW^J#-^l 2\,Z7^\^tZo se^j#-f-2-e^$tt;&RA2<D0 
RF(i357r^/m^^'b'&;E.ifmMe®^> @S^J#-^4-e^$tt^RA3<^0RF tilOl 
T^y^^'b'St^ifm^SK*. @a^j#-f-6T-^^tL;g>DGPPlL(7)0RF{±313T^ / 
m36^f>'5j;6ffMlia®Sr. lB^J#-i-8-e^$tL^DGPPlS<^0RFti264T5 ym^^^> 
'^^ifmS^I?*. 0-e^$tL^DGPP2LO0RFt±291T^>'m*^«b35^^ 
ffm^&g=^> -€-LT@S^J#^l 2-e^$:n.;&DGPP2SO0RF {\t2nr ^ JWii^h 
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1^11 









<5L-«A2 


















<7IH)S71S 


9 




OT.-0GPP2L 












FLAG 




B^^2 4 



[0 0 15] 

0)^'7jl^ yr^y; ^'f:=in) ^fflv^T> ^ttg^»t^t^&v^293Tm (-f> 

mf^i'5(m Tris pH7.5, 0.25M NaCl. 10% Glycerol. 1% Triton X-100, ImM W 

TA, ImMEGTA. ImM PMSF (vi^-^tt) i)^i^m^mWi^MK.xmmL. juyy^V 
Jl^y^sj.-'T'M'L-m ( b ^ -MXtt) tCT 1 5 0 0 0 0^ 1 5^m'C^m<^±?t^ 

m\^>fz^j:-::^^>y^yr-^>^X-mULfzo -r^j:t>%^ JilBv-f^f- h^SD 

s/4%~2 Q%r^'))vr^ YY)^^ (^-<b^^p°att) icm^^Sj (Mx^m 

>?.*fLFLAG^ y ^ n - ^ Jl'im. ^ t>VN°- ^ i/ y-MWM 

v>Tg6<>^e«0^m=^?S^>t/v:o RA2, DGPPIU DGPP1S> (a)PP2L> DGPP2S<^#I& 
m7^7>^5 K^SAt^cMO^-r-fe*- MC:J5V^T> (RA2:40.1kD 
a. DGPPlL:34.3kDa. DGPPlS:29.5kDa^ DGPP2L:32.3kDa, DGPP2S:30.4kDa) Wt5. 

■itf-'^tz (Ml) o RA3{i"/ni; ^^^o-g-pt^id^v^f^ae). m^^l6JiO#i&Jlt 
i3m<=^M6i-l-m. (ll.OkDa) X.^ ^-X^i^^l-WLXmB^fy-fz mi) o 
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[0 0 16] 

fzo ri-Iiimi^<^PS£»iHarigai }Rh<DXW. (J Rheumatol. 1999 May; 26(5) : 1035- 
43) iz, mmB^^UBm<7)mm:lt2h3ngmib(D-Xm (Arthritis Rheum. 2000 
May: 43 (5): 1094-105) i^^ljt^^^o GU GStili hRA.m^# 2 ^^(^ri-j^a^^rr^'^t 
/^^?->y;^-e^^9^ ^mmmmn.:^^r-ii. ^gma^'fl:t::^v^T{iGi:i.5 
> G6:0. >'>'N'?iJ3&?l^^twOV^TfiGl:2.5. 06:0. jfiLWff^l--^v>T(iGl:2.0. 
G6:0.5-C*ofco G7tili hOA,m^2 i&(7)r^miaj^=J:rI'^tf^-9->7';V-e^;5>o 
SBf^^^^T — (iHarigai M^,Clin Immunol Immunopathol. 1993 0ct;69(l):83 

RSI. RS2l±t: hRA.m^^l^<^)ri-m«^«Sa-9-:/7';v-e^i)> ^m^SB^ 
^;;;3T-{i. ^i8IEE^'fbt;ov>T{±RSl:2> RS2:0> > /-^iMMB^iz^^^ 
T(±RSl:2. RS2:0. jflL^if^lcov^-C(±RSl:3. RS2:2'e$)o/io •r=S:t>*>RSli:R 
S2(7)Jt^Hi3V>r. RSl{iRS2J: 19 '^>i^^<^@jg>5»*:^^v^"9->'"7';VT-fe^o OAl. 0 

[0 0 1 71 

(^*fe^^4) mfmm. mmmmwmmmziiif^^miKi-(omm±^ 

ABI PRISM 7900HT Sequence Detection System (PE /^W" ^i" v^^-r AXtfc) (Jsl.|^ 
Prism7900i:-r;|))lc J; 'J T)V^^ APCR^PCR^ffi^Sli^^^ ^ bSYBR Green P 
OR Master Mix (PE/^M :^ v;^x AXt±) ^m^^X^y hmH<Oli^^miz'^oX 

1> ie^J#-^3. ifi^J#-^5> SB^J#^7. lB^J#-i-9, tfz{±@B^J#-f-l 1 
^ tfcia^Jlf ^36* <bPrimer Express (PE^^-f ^'>;^x AX4±) IC-t «9 ggftLfCo 
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^ #M 2002-211951 ^ ^-i^ : W 









BA2 


£^^119^2 5 




6AS 






DGPPIU 
D6I71S 






DGPP2L, 
DGFP2S 






G3PSH 


TS9m^3 3 


£9IW#3 4 



mU (RSi:5.t>T?S2^j-> i5J:i;^mrtjliim^Wim (0Amt>'0A2-9->7';V) 
;&^?)RNAfifimfflK^ISOGEN(-:y^'>v~ ?:MV^T^ENA (total RNA) Jftffi 

tW.-tho lOOmg co^^aMt^^t. 1ml COISOGEN ^riOx.^ 4^^v^-f X* 
. b^mm.\^fZo 0.2ml (^i?nnj^;i/A (Km<k^t±) ^in£. m^^s^i^g 
Lfco 12000xg T-4'ClCT15:9-(7)^'I>:S'SI=S:=fTofzo ±.?t«:IiIJR.L. 0.5ml <r>2- 
>f V7^n/NV-;V (Wm^fc^tt) ^irax.. imWrWX^fZo 12000xg -C4*C13T10 
:S^<7)^^C^^^=^^fo/io ±ft^l^v^/zt^, im:^^ y -}V^lmmk.fZo 7500xg 
T'4X:iir5^<7)^'C^^^=lr^fofCo H^^^ SOyulTKt^^Mt/^o 
WlffiUfc^RNA (±, DNase^a^-;' b (RNasey Mini kit. RNase-Free DNase Set 

100 yul i:LfCo ^t-. 350ml <7>^y h tc-^^ tL^/N'v/ 7 7 -RLT *ijnx.^#L 
fzo ^i::250 fx\ ^ y - ;v =Srinx.mm^> ^ h tc-^ t tt^ 9 A (RNeasy 
mini spin column) \Zlm^fZo mOxg\,ZXlbWM't-\^tZo 350// 1 <0^ y YK^ 
ttL^/^y 7T-RW1 =SriDx.. 8000xglCT15#7t'i:-L^Co ^?>lw, 10// 1 <?)DNas 

el y^Yvi^mWiii^xnOfii^^y y\z'^'tft:h/^yyT-m) ^inx.. Miat? 

IS^S-i^eL/^o 350// 1 cO/N^y^T-RWl ^JDx.. 8000xglcri5#^'C-t/io 350 
fjL \ (D^^vVt - RWl *inx.> 8000xgtCT15^^^)£^C-ty::o 500// 1 h l-"^ 

itL'^/^^y ^T-RPE 8000xglc-C15#it'i:^L/io 500// 1 <^)yN'y"7T-R 

PE =lrinx.. 15000xgt::Tl:i9*^^C>LfCo 30// 1 TK^SriJDx.. 80O0xgiCT1^5-^'C-L> 

^RNA mi^mzo 

i^RNA ^^M^ t^cit^^^^ci J), cDNA ^fp^LT^^o ^RNA (l//g) ^10// 
lO^^'^A^^r-'^-^— (lOOng/// 1) (T'^i'v-V A-7 T;^*7>'T>'^'f ^x^'tt) 
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^ #^ 2002-211951 ^ V : 19/ 

ttv^/vio ^lC32;zl ORT^v^ii'a-^^inx.fvro ?i'^?i^<^a^t:mTl::^-ro 5xF 
irst-Strand Buffer (250inM Tris-HCl pH8.3. 375inM KCl, 15mM MgCl2 ),10nM DT 
T, 0.5bM dNTP, Superscript II RNase H" reverse transcriptase (800 units 

) (J^JL±i^TGIBCO BRLt±)o r£^t^> 25t:i5^. 42t:50^. 70X:i5^<Dmm^n 

nomic mk {^uvy-y ^ %!:) (Ty^Wm. ^^^^ ii^Wl^^ > y'')V<Dm^WL(0^ 
^m^^M^^fZo ttz^ •9->7';m'OcDNA^igO^^MjEi-'5>fci6> WlEmiHU 

(D^MMi<D^%^ OArfMa^G7-if>-/;v<^#afsT<o^m»=&iooh tr. 

m2\,Z^LfZo RAri-mam-»?->7';VGl(±. 0ArtMai^-9->7^;VG7lcJtLT. RA2 
. RA3. RA4. DGPPK l^xmP?2(D'^X<DMiR=f'<7)§tm,&^^^^iZjCMLX\^^:h 

LT> t^u^m^=f<7)§^w.&i!)^^MK%mi.x^y). M(Dmmm^:^=ir-izm 
m t xmm^Mii^=¥-<o§t^&i!)^m Lrv^^eii:. -r^ t>-^M(D^m&t^^M^t 

•9->'7';VRSHi> 0Aftm^^^-^?->-/;V0Ai:RtF0A2lCJtbT. RA2. RA3. RA4. 

DGPPi. Rxm;p?2<D^x(omT:l'(o^mmi:^^mM^z%m\^x\^^:h ^ti)mh^^t 

^^fzo tfz. RAytll^^^fi|-9->'7^;K^^*>RSl-9->'"7';v) it. RS2-9-^y;Vtc 

rnsi L xMu^^i^^<7)^^m^yi:m trv^-sct. -r^ t» -^RA<?)i^s:^^t>c^om 

[0 0 18] 
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[0 0 19] 
[i5?!l^l 

SEQUENCE LISTING 



<110> Yamanoudii Pharmaceutical Co. .Ltd. 

<120> RA relating novel gene 

<130> 3158GPR 

<140> 
<141> 

<160> 34 

<170> Patentin Ver. 2. 1 
<210> 1 
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<211> 1074 

<212> DM 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1071) 

<400> 1 

atg cag etc agg aat gtg tea gag caa gaa etg gac age gtg gee atg 48 
Met Gin Leu Arg Asn Val Ser Glu Gin Glu Leu Asp Ser Val Ala Met 
15 10 15 

aag etc ctt cae eaa gta age aag etg tgt ggg aag tge age eee aet 96 
Lys Leu Leu His Gin Val Ser Lys Uu Cys Gly Lys Cys Ser Pro Thr 
20 25 30 

gae gtg gae ate etg eag eee tee tte aae tte etg tat t^ age ett 144 
Asp Val Asp He Leu Gin Pro Ser Phe Asn Phe Leu Tyr Trp Ser Leu 
35 40 45 

eat eag ace aea eee age agt eag aaa aga get get gea gtg etc etg 192 
His Gin Thr Thr Pro Ser Ser Gin Lys Arg Ala Ala Ala Val Leu Leu 
50 55 60 

age age aea gge etg atg gag ctt etg gag aag atg etg gee etc ace 240 
Ser Ser Thr Gly Leu Met Glu Leu Leu Glu Lys Met Leu Ala Leu Thr 
65 70 75 80 



{±SiE# 2003-3068358 



S^m 2002-211951 



22/ 



ttg gca aag gca gat tct ccc agg act gca etc etc tgc tct gcc tgg 
Leu Ala Lys Ala Asp Ser Pro Arg Thr Ala Leu Leu Cys Ser Ala Trp 
85 90 95 



288 



ctg etc act gee tec ttc tct gcc cag cag cac aag ggc agt ttg cag 336 
Leu Leu Thr Ala Ser Phe Ser Ala Gin Gin His Lys Gly Ser Leu Gin 
100 105 110 



gtt cac cag aca etc tct gtg gaa atg gae caa gta ttg aag get etc 384 
Val His Gin Thr Leu Ser Val Glu Met Asp Gin Val Leu Lys Ala Leu 
115 120 125 



age ttt cea aag aaa aag get gca eta etc tea get gee ate tta tgc 432 
Ser Phe Pro Lys Lys Lys Ala Ala Leu Leu Ser Ala Ala He Leu Cys 
130 135 140 



ttc ctg egg aca gcc ctg cga caa age ttt tec tct gee ctg gta gcc 480 
Phe Leu Arg Thr Ala Leu Arg Gin Ser Phe Ser Ser Ala Leu Val Ala 
145 150 155 160 



ctg gtg ccc tea ggg gcc cag eca ctg cca gcc acc aag gac act gtc 528 
Leu Val Pro Ser Gly Ala Gin Pro Leu Pro Ala Thr Lys Asp Thr Val 
165 170 175 



eta get cca ctg cga atg teg caa gtc egg tec ctg gtc att ggg ctg 576 
Leu Ala Pro Leu Arg Met Ser Gin Val Arg Ser Leu Val He Gly Leu 
180 185 190 



cag aac etc ctg gtg cag aag gac cct eta ttg tee cag gee tgt gtt 624 
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Gin Asn Leu Leu Val Gin Lys Asp Pro Leu Leu Ser Gin Ala Cys Val 
195 200 205 

ggc tgc ctg gag gcc ttg ctt gac tac ctg gat gcc egg age cca gac 672 
Gly Cys Leu Glu Ala Leu Leu Asp Tyr Leu Asp Ala Arg Ser Pro Asp 
210 215 220 

att get cte eae gtg gee tec eag cet tgg aat egg ttt ttg etg ttt 720 
He Ala Leu His Val Ala Ser Gin Pro Trp Asn Arg Phe Leu Leu Phe 
225 230 235 240 

acc etc ttg gat get gga gag aat tee ttc ete aga eet gag att ttg 768 
Thr Leu Leu Asp Ala Gly Glu Asn Ser Phe Leu Arg Pro Glu He Leu 
245 250 255 

agg etc atg acc ctg ttt atg egg tac egg agt age agt gte cte tet 816 
Arg Leu Met Thr Leu Phe Met Arg Tyr Arg Ser Ser Ser Val Leu Ser 
260 265 270 

cat gaa gag gtg ggt gat gtt etg caa ggt gtg get ttg get gac ctg 864 
His Glu Glu Val Gly Asp Val Leu Gin Gly Val Ala Leu Ala Asp Leu 
275 280 285 

tet ace cte teg aac ace aca etc eag gcc ctg eat ggc ttc ttc cag 912 
Ser Thr Leu Ser Asn Thr Thr Leu Gin Ala Leu His Gly Phe Phe Gin 
290 295 300 

eag cte eag age atg gga eae ctg get gac eae age atg gee cag ace 960 
Gin Leu Gin Ser Met Gly His Leu Ala Asp His Ser Met Ala Gin Thr 
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: 24/ 



305 



310 



315 



320 



ctg cag gcc tec ttg gag ctt ccc cct age aec tee tea ^c eag 1008 
Leu Gin Ala Ser Leu Glu Gly Leu Pro Pro Ser Thr Ser Ser Gly Gin 
325 330 335 

cea eec etg cag gae atg etc tge ctg gga ggg gtg get gta tee ctg 1056 
Pro Pro Leu Gin Asp Met Leu Cys Uu Gly Gly Val Ala Val Ser Leu 

340 345 350 



tee cac ate aga aac tga 
Ser His He Arg Asn 

355 



1074 



<210> 2 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gin Leu Arg Asn Val Ser Glu Gin Glu Leu Asp Ser Val Ala Met 
15 10 15 

Lys Leu Leu His Gin Val Ser Lys Leu Cys Gly Lys Cys Ser Pro Thr 
20 25 30 

Asp Val Asp He Leu Gin Pro Ser Phe Asn Phe Leu Tyr Trp Ser Leu 
35 40 45 
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His Gin Thr Thr Pro Ser Ser Gin Lys Arg Ala Ala Ala Val Leu Leu 
50 55 60 

Ser Ser TTir Gly Leu Met Glu Leu Leu Glu Lys Met Leu Ala Leu Thr 
65 70 75 80 

Leu Ala Lys Ala Asp Ser Pro Arg Thr Ala Leu Leu Cys Ser Ala Trp 
85 90 95 

Leu Leu Thr Ala Ser Phe Ser Ala Gin Gin His Lys Gly Ser Leu Gin 
100 105 110 

Val His Gin Thr Leu Ser Val Glu Met Asp Gin Val Leu Lys Ala Leu 
115 120 125 

Ser Phe Pro Lys Lys Lys Ala Ala Leu Leu Ser Ala Ala He Leu Cys 
130 135 140 

Phe Leu Arg Thr Ala Leu Arg Gin Ser Phe Ser Ser Ala Leu Val Ala 
145 150 155 160 

Leu Val Pro Ser Gly Ala Gin Pro Leu Pro Ala Thr Lys Asp Thr Val 
165 170 175 

Leu Ala Pro Leu Arg Met Ser Gin Val Arg Ser Leu Val He Gly Leu 
180 185 190 

Gin Asn Leu Leu Val Gin Lys Asp Pro Leu Leu Ser Gin Ala Cys Val 
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195 



#0 2002-211951 

200 205 



^-i^: 26/ 



Gly Cys Leu Glu Ala Leu Leu Asp Tyr Leu Asp Ala Arg Ser Pro Asp 
210 215 220 

He Ala Leu His Val Ala Ser Gin Pro Trp Asn Arg Phe Leu Leu Phe 
225 230 235 240 

Thr Leu Leu Asp Ala Gly Glu Asn Ser Phe Leu Arg Pro Glu He Leu 
245 250 255 

Arg Leu Met Thr Leu Phe Met Arg Tyr Arg Ser Ser Ser Val Leu Ser 
260 265 270 

His Glu Glu Val Gly Asp Val Leu Gin Gly Val Ala Leu Ala Asp Leu 
275 280 285 

Ser Thr Leu Ser Asn Thr Thr Leu Gin Ala Leu His Gly Phe Phe Gin 
290 295 300 

Gin Leu Gin Ser Met Gly His Leu Ala Asp His Ser Met Ala Gin Thr 
305 310 315 320 

Leu Gin Ala Ser Leu Glu Gly Leu Pro Pro Ser Thr Ser Ser Gly Gin 
325 330 335 

Pro Pro Leu Gin Asp Met Leu Cys Leu Gly Gly Val Ala Val Ser Leu 

340 345 350 
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Ser His He Arg Asn 
355 



<210> 3 

<211> 306 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1).. (303) 

<400> 3 

atg cct aga agg gga cca caa cag act cga cag gat cca ccg gtt ggg 48 
Met Pro Arg Arg Gly Pro Gin Gin Hir Arg Gin Asp Pro Pro Val Gly 
15 10 15 

ccc aag gca gga gga agg gcg gcg ccc cca aac tec cag gac gcc tgc 96 
Pro Lys Ala Gly Gly Arg Ala Ala Pro Pro Asn Ser Gin Asp Ala Cys 
20 25 30 

age acc ccc cac gcg ccg etc tec gee tet ggg gag cat cct gee acc 144 
Ser Thr Pro His Ala Pro Leu Ser Ala Ser Gly Glu His Pro Ala Thr 
35 40 45 

ccc cga cac aca cac ccc gge tac ate ccg cct tet cac get tgg tea 192 
Pro Arg His Thr His Pro Gly Tyr He Pro Pro Ser His Ala Trp Ser 
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50 



55 



60 



ggc get ctg gag atg teg gag ate eag get ttt ect aaa gag tea gga 240 
Gly Ala Leu Glu Met Ser Glu He Gin Ala Phe Pro Lys Glu Ser Gly 
65 70 75 80 

ttg gaa ^e gga. etc eea eeg ttt get gag ete eac atg aca aea gea 288 
Leu Glu Gly Gly Uu Pro Pro Phe Ala Glu Leu His Met Thr Thr Ala 
85 90 95 



gae gae agg eeg eae tga 
Asp Asp Arg Pro His 
100 



306 



<210> 4 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Pro Arg Arg Gly Pro Gin Gin Thr Arg Gin Asp Pro Pro Val Gly 
15 10 15 

Pro Lys Ala Gly Gly Arg Ala Ala Pro Pro Asn Ser Gin Asp Ala Cys 
20 25 30 

Ser Thr Pro His Ala Pro Leu Ser Ala Ser Gly Glu His Pro Ala Hir 
35 40 45 
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Pro Arg His TTir His Pro Gly Tyr He Pro Pro Ser His Ala Trp Ser 
50 55 60 

Gly Ala Leu Glu Met Ser Glu He Gin Ala Phe Pro Lys Glu Ser Gly 
65 70 75 80 

Leu Glu Gly Gly Leu Pro Pro Phe Ala Glu Leu His Met Thr Thr Ala 
85 90 95 

Asp Asp Arg Pro His 
100 



<210> 5 

<211> 942 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1)..(939) 

<400> 5 

atg ccc teg gca cag ccg cca ggc cgt ctt cct ggg gag ccg ccg gag 48 
Met Pro Ser Ala Gin Pro Pro Gly Arg Uu Pro Gly Glu Pro Pro Glu 
15 10 15 
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cgc ggg caa ctg gga gag ggg gcg gtg ccc agt tec egg ccc ggc cct 96 
Arg Gly Gin Leu Gly Glu Gly Ala Val Pro Ser Ser Arg Pro Gly Pro 
20 25 30 

ccc cgc gga ggt ggc cac gtc age gca gcg teg etc gga get cgc ggc 144 
Pro Arg Gly Gly Gly His Val Ser Ala Ala Ser Leu Gly Ala Arg Gly 
35 40 45 

c^ atg ggg aag gcg gcg gcg gcg gtg gee ttt ggg gee gaa gtg ggc 192 
Arg Met Gly Lys Ala Ala Ala Ala Val Ala Phe Gly Ala Glu Val Gly 
50 55 60 

gtg egg etc gcg ctg ttc gcg gee tte ctg gtg aeg gag ctg etc ccc 240 
Val Arg Leu Ala Leu Phe Ala Ala Phe Leu Val Thr Glu Leu Leu Pro 
65 70 75 80 

ccg ttc cag aga etc ate cag ccg gag gag atg tgg etc tac egg aac 288 
Pro Phe Gin Arg Leu He Gin Pro Glu Glu Met Trp Leu Tyr Arg Asn 
85 90 95 

ccc tac gtg gag gcg gag tat ttc ccc acc aag ccg atg ttt gtt att 336 
Pro Tyr Val Glu Ala Glu Tyr Phe Pro Thr Lys Pro Met Phe Val He 
100 105 110 

gca ttt etc tct eca ctg tct ctg ate tte ctg gee aaa ttt etc aag 384 
Ala Phe Leu Ser Pro Leu Ser Leu He Phe Leu Ala Lys Phe Leu Lys 
115 120 125 

aag gca gae aca aga gac age aga caa gee tge ctg get gee age ctt 432 
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Lys Ala Asp Thr Arg Asp Ser Arg Gin Ala Cys Leu Ala Ala Ser Leu 
130 135 140 

gcc ctg get ctg aat gtc ttt acc aac aca ata aaa ctg ate gta 480 
Ala Leu Ala Leu Asn Gly Val Phe Thr Asn Thr He Lys Leu He Val 
145 150 155 160 

ggg agg eca cge eea gat ttc tte tac egc tgc ttc cet gat ^g eta 528 
Gly Arg Pro Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Leu 
165 170 175 

gee eat tet gac ttg atg tgt aca ggg gat aag gae gtg gtg aat gag 576 
Ala His Ser Asp Leu Met Cys Thr Gly Asp Lys Asp Val Val Asn Glu 
180 185 190 

ggc cga aag age ttc eec agt gga eat tet tee ttt gea ttt get ggt 624 
Gly Arg Lys Ser Phe Pro Ser Gly His Ser Ser Phe Ala Phe Ala Gly 
195 200 205 

ctg gcc ttt gcg tec ttc tae ctg gea ggg aag tta eac tgc tte aea 672 
Leu Ala Phe Ala Ser Phe Tyr Leu Ala Gly Lys Leu His Cys Phe Thr 
210 215 220 

cca caa ggc cgt ggg aaa tet tgg agg ttc tgt gcc ttt etg tea eet 720 
Pro Gin Gly Arg Gly Lys Ser Trp Arg Phe Cys Ala Phe Leu Ser Pro 
225 230 235 240 

eta ctt ttt gea get gtg att gea etg tec egc aca tgt gae tae aag 768 
Leu Leu Phe Ala Ala Val He Ala Leu Ser Arg Thr Cys Asp Tyr Lys 
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245 



250 



255 



cat cac caa gat gta eta gtt ggsi tec atg att gga atg aea ttt 816 
His His Trp Gin Asp Val Leu Val Gly Ser Met He Gly Met Thr Phe 

260 265 270 

gee tat gtc tge tat c^ eag tat tat cet cet ctg act gat gea gaa 864 
Ala Tyr Val Cys Tyr Arg Gin Tyr Tyr Pro Pro Leu Thr Asp Ala Glu 
275 280 285 

tge cat aaa eca ttt caa gae aaa ett gta ctt tec act gea eag aag 912 
Cys His Lys Pro Phe Gin Asp Lys Leu Val Leu Ser Thr Ala Gin Lys 
290 295 300 



cet ggg gat tct tat tgt ttt gat att taa 
Pro Gly Asp Ser Tyr Cys Phe Asp He 
305 310 



942 



<210> 6 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Pro Ser Ala Gin Pro Pro Gly Arg Leu Pro Gly Glu Pro Pro Glu 
15 10 15 

Arg Gly Gin Leu Gly Glu Gly Ala Val Pro Ser Ser Arg Pro Gly Pro 
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^#M2 002-211951 
20 25 



30 



^->^' : 33/ 



Pro Arg Gly Gly Gly His Val Ser Ala Ala Ser Leu Gly Ala Arg Gly 
35 40 45 

Arg Met Gly Lys Ala Ala Ala Ala Val Ala Phe Gly Ala Glu Val Gly 
50 55 60 

Val Arg Leu Ala Leu Phe Ala Ala Phe Leu Val Thr Glu Leu Leu Pro 
65 70 75 80 

Pro Phe Gin Arg Leu He Gin Pro Glu Glu Met Trp Leu Tyr Arg Asn 
85 90 95 

Pro Tyr Val Glu Ala Glu Tyr Phe Pro Thr Lys Pro Met Phe Val He 
100 105 110 

Ala Phe Leu Ser Pro Leu Ser Leu He Phe Leu Ala Lys Phe Leu Lys 
115 120 125 

Lys Ala Asp Thr Arg Asp Ser Arg Gin Ala Cys Leu Ala Ala Ser Leu 
130 135 140 

Ala Leu Ala Leu Asn Gly Val Phe Thr Asn Thr He Lys Leu He Val 
145 150 155 160 

Gly Arg Pro Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Leu 
165 170 175 
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Ala His Ser Asp Leu Met Cys Thr Gly Asp Lys Asp Val Val Asn Glu 
180 185 190 

Gly Arg Lys Ser Phe Pro Ser Gly His Ser Ser Phe Ala Phe Ala Gly 
195 200 205 

Leu Ala Phe Ala Ser Phe Tyr Leu Ala Gly Lys Leu His Cys Phe Thr 
210 215 220 

Pro Gin Gly Arg Gly Lys Ser Trp Arg Phe Cys Ala Phe Leu Ser Pro 
225 230 235 240 

Leu Leu Phe Ala Ala Val He Ala Leu Ser Arg Thr Cys Asp Tyr Lys 
245 250 255 

His His Trp Gin Asp Val Leu Val Gly Ser Met He Gly Met Thr Phe 
260 265 270 

Ala Tyr Val Cys Tyr Arg Gin Tyr Tyr Pro Pro Leu Thr Asp Ala Glu 

275 280 285 

Cys His Lys Pro Phe Gin Asp Lys Leu Val Leu Ser Thr Ala Gin Lys 
290 295 300 

Pro Gly Asp Ser Tyr Cys Phe Asp He 
305 310 
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<210> 7 
<211> 795 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1)..(792) 

<400> 7 

atg ggg aag gcg gcg gcg gcg gtg gcc ttt ggg gcc gaa gtg ggc gtg 48 
Met Gly Lys Ala Ala Ala Ala Val Ala Phe Gly Ala Glu Val Gly Val 
15 10 15 

egg etc gcg etg ttc gcg gcc ttc ctg gtg acg gag etg etc cce ceg 96 
Arg Leu Ala Leu Phe Ala Ala Phe Leu Val Thr Glu Leu Leu Pro Pro 
20 25 30 

ttc cag aga etc ate cag ccg gag gag atg t^ etc tac egg aac cce 144 
Phe Gin Arg Leu He Gin Pro Glu Glu Met Trp Leu Tyr Arg Asn Pro 
35 40 45 

tac gtg gag gcg gag tat ttc cce ace aag ceg atg ttt gtt att gea 192 
Tyr Val Glu Ala Glu Tyr Phe Pro Thr Lys Pro Met Phe Val He Ala 
50 55 60 

ttt etc tet cea etg tet etg ate ttc ctg gee aaa ttt etc aag aag 240 
Phe Leu Ser Pro Leu Ser Leu He Phe Leu Ala Lys Phe Leu Lys Lys 
65 70 75 80 
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gca gac aca aga gac age aga caa gcc tgc ctg get gcc age ctt gee 
Ala Asp Thr Arg Asp Ser Arg Gin Ala Cys Leu Ala Ala Ser Leu Ala 
85 90 95 



288 



ctg get ctg aat ggc gtc ttt ace aac aca ata aaa ctg ate gta ggg 
Leu Ala Leu Asn Gly Val Phe Thr Asn Hir He Lys Leu He Val Gly 
100 105 110 



336 



agg cca cgc cca gat ttc ttc tac egc tgc tte cct gat ^g eta gee 
Arg Pro Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Leu Ala 
115 120 125 



384 



cat tct gac ttg atg tgt aca ggg gat aag gac gtg gtg aat gag ggc 
His Ser Asp Leu Met Cys Thr Gly Asp Lys Asp Val Val Asn Glu Gly 
130 135 140 



432 



ega aag age ttc cec agt gga cat tct tec ttt gca ttt get ^t ctg 
Arg Lys Ser Phe Pro Ser Gly His Ser Ser Phe Ala Phe Ala Gly Leu 
145 150 155 160 



480 



gcc ttt gcg tec ttc tac ctg gca ggg aag tta cac tgc ttc aca cca 
Ala Phe Ala Ser Phe Tyr Leu Ala Gly Lys Leu His Cys Phe Thr Pro 
165 170 175 



528 



caa ^c cgt g^ aaa tct tgg agg tte tgt gcc ttt ctg tea cct eta 
Gin Gly Arg Gly Lys Ser Trp Arg Phe Cys Ala Phe Leu Ser Pro Leu 
180 185 190 



576 
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ctt ttt gca get gtg att gca ctg tec egc aca tgt gac tac aag cat 624 
Leu Phe Ala Ala Val He Ala Leu Ser Arg Thr Cys Asp Tyr Lys His 
195 200 205 

cac tgg caa gat gta eta gtt gga tee atg att gga atg aca ttt gcc 672 
His Trp Gin Asp Val Leu Val Gly Ser Met He Gly Met Thr Phe Ala 
210 215 220 

tat gte tge tat egg eag tat tat eet ect ctg act gat gca gaa tgc 720 
Tyr Val Cys Tyr Arg Gin Tyr Tyr Pro Pro Leu Thr Asp Ala Glu Cys 
225 230 235 240 

eat aaa cea ttt caa gac aaa ctt gta ctt tee act gca eag aag ect 768 
His Lys Pro Phe Gin Asp Lys Leu Val Leu Ser Thr Ala Gin Lys Pro 
245 250 255 



ggg gat tet tat tgt ttt gat att taa 
Gly Asp Ser Tyr Cys Phe Asp He 
260 



795 



<210> 8 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Gly Lys Ala Ala Ala Ala Val Ala Phe Gly Ala Glu Val Gly Val 
15 10 15 
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Arg Leu Ala Leu Phe Ala Ala Phe Leu Val Thr Glu Leu Leu Pro Pro 
20 25 30 

Phe Gin Arg Leu He Gin Pro Glu Glu Met Trp Leu Tyr Arg Asn Pro 
35 40 45 

Tyr Val Glu Ala Glu Tyr Phe Pro Thr Lys Pro Met Phe Val He Ala 
50 55 60 

Phe Leu Ser Pro Leu Ser Leu He Phe Leu Ala Lys Phe Leu Lys Lys 
65 70 75 80 

Ala Asp Thr Arg Asp Ser Arg Gin Ala Cys Leu Ala Ala Ser Leu Ala 
85 90 95 

Leu Ala Leu Asn Gly Val Phe Thr Asn Thr He Lys Leu He Val Gly 
100 105 110 

Arg Pro Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Leu Ala 
115 120 125 

His Ser Asp Leu Met Cys Thr Gly Asp Lys Asp Val Val Asn Glu Gly 
130 135 140 

Arg Lys Ser Phe Pro Ser Gly His Ser Ser Phe Ala Phe Ala Gly Leu 
145 150 155 160 

Ala Phe Ala Ser Phe Tyr Uu Ala Gly Lys Leu His Cys Phe Thr Pro 
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165 170 175 

Gin Gly Arg Gly Lys Ser Trp Arg Phe Cys Ala Phe Leu Ser Pro Leu 
180 185 190 

Leu Phe Ala Ala Val He Ala Leu Ser Arg Thr Cys Asp Tyr Lys His 
195 200 205 

His Trp Gin Asp Val Leu Val Gly Ser Met He Gly Met Thr Phe Ala 
210 215 220 

Tyr Val Cys Tyr Arg Gin Tyr Tyr Pro Pro Leu Thr Asp Ala Glu Cys 
225 230 235 240 

His Lys Pro Phe Gin Asp Lys Leu Val Leu Ser Thr Ala Gin Lys Pro 
245 250 255 

Gly Asp Ser Tyr Cys Phe Asp lie 
260 



<210> 9 
<211> 876 
<212> DMA 

<213> Horn sapiens 

<220> 
<221> CDS 
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<222> (1).. (873) 
<400> 9 

atg get gcg gg2L gcc gcg gag age acc age tgt ege cgc g^ age tge 48 
Met Ala Ala Gly Ala Ala Glu Ser Thr Ser Cys Arg Arg Gly Ser Cys 
15 10 15 

tec ggc cgc acc atg egg gag ctg gee att gag ate ggg gtg ega gee 96 
Ser Gly Arg Thr Met Arg Glu Leu Ala He Glu He Gly Val Arg Ala 
20 25 30 

ctg etc tte gga gtc ttc gtt ttt aca gag ttt ttg gat ceg tte cag 144 
Leu Leu Phe Gly Val Phe Val Phe Thr Glu Phe Leu Asp Pro Phe Gin 
35 40 45 

aga gtc ate cag cca gaa gag ate tgg etc tat aaa aat cet ttg gtg 192 
Arg Val He Gin Pro Glu Glu He Trp Leu Tyr Lys Asn Pro Leu Val 
50 55 60 

caa tea gat aac ata cet ace cgc etc atg ttt gea att tet tte etc 240 
Gin Ser Asp Asn He Pro Thr Arg Leu Met Phe Ala He Ser Phe Leu 
65 70 75 80 

aca cec ctg get gtt att tgt gtg gtg aaa att ate egg ega aca gae 288 
Thr Pro Leu Ala Val He Cys Val Val Lys He He Arg Arg Thr Asp 
85 90 95 

aag act gaa att aag gaa gee tte tta gcg gtg tec ttg get ett get 336 
Lys Thr Glu He Lys Glu Ala Phe Leu Ala Val Ser Leu Ala Leu Ala 
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100 



105 



110 



ttg aat gga. gtc tgc aca aac act att aaa tta ata gtg aga cct 384 
Leu Asn Gly Val Cys Thr Asn Thr He Lys Leu He Val Gly Arg Pro 
115 120 125 

cgc ccc gat ttc ttt tac cgc tgc ttt cca gat gga gtg atg aac teg 432 
Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Val Met Asn Ser 
130 135 140 



gaa atg cat tgc aca ggt gac ccc gat ctg gtg tec gag ggc cgc aaa 480 
Glu Met His Cys Thr Gly Asp Pro Asp Leu Val Ser Glu Gly Arg Lys 
145 150 155 160 



age ttc ccc age ate cat tec tec ttt gee ttt teg ^c ctt ^c ttc 528 
Ser Phe Pro Ser He His Ser Ser Phe Ala Phe Ser Gly Leu Gly Phe 
165 170 175 

acg acg ttc tac ttg gcg ggc aag ctg cac tgc ttc ace gag agt ggg 576 
Thr Thr Phe TVr Leu Ala Gly Lys Leu His Cys Phe Thr Glu Ser Gly 
180 185 190 



c^ gga aag age tgg egg etc tgt get gee ate ctg ccc ttg tac tgc 624 
Arg Gly Lys Ser Trp Arg Leu Cys Ala Ala He Leu Pro Leu Tyr Cys 
195 200 205 



gee atg atg att gee ctg tec cgc atg tgc gac tac aag cat cac t^ 672 
Ala Met Met He Ala Leu Ser Arg Met Cys Asp Tyr Lys His His Trp 
210 215 220 
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caa gat tec ttt gtg ggt gga gtc ate gge etc att ttt gca tae att 720 
Gin Asp Ser Phe Val Gly Gly Val He Gly Leu He Phe Ala Tyr He 
225 230 235 240 

tgc tae aga cag cae tat cet cct etg gee aac aca get tgc cat aaa 768 
Cys Tyr Arg Gin His Tyr Pro Pro Leu Ala Asn Thr Ala Cys His Lys 
245 250 255 

cce tac gtt agt etg cga gtc cea gee tea etg aag aaa gag gag agg 816 
Pro Tyr Val Ser Leu Arg Val Pro Ala Ser Leu Lys Lys Glu Glu Arg 
260 265 270 

cce aca get gac age gca cce age ttg cct etg gag ggg ate ace gaa 864 
Pro Thr Ala Asp Ser Ala Pro Ser Leu Pro Leu Glu Gly He Thr Glu 
275 280 285 

gge ccg gta tga 876 
Gly Pro Val 

290 



<210> 10 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Ala Ala Gly Ala Ala Glu Ser Thr Ser Cys Arg Arg Gly Ser Cys 
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Ser Gly Arg Thr Met Arg Glu Leu Ala He Glu He Gly Val Arg Ala 
20 25 30 

Leu Leu Phe Gly Val Phe Val Phe Thr Glu Phe Leu Asp Pro Phe Gin 
35 40 45 

Arg Val He Gin Pro Glu Glu He Trp Leu Tyr Lys Asn Pro Leu Val 
50 55 60 

Gin Ser Asp Asn He Pro Thr Arg Leu Met Phe Ala He Ser Phe Leu 
65 70 75 80 

Thr Pro Leu Ala Val He Cys Val Val Lys He He Arg Arg Thr Asp 
85 90 95 

Lys Thr Glu He Lys Glu Ala Phe Leu Ala Val Ser Leu Ala Leu Ala 
100 105 110 

Leu Asn Gly Val Cys Thr Asn Thr He Lys Leu He Val Gly Arg Pro 
115 120 125 

Arg Pro Asp Phe Phe Tyr Arg Cys Phe Pro Asp Gly Val Met Asn Ser 
130 135 140 

Glu Met His Cys Thr Gly Asp Pro Asp Leu Val Ser Glu Gly Arg Lys 
145 150 155 160 
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Ser Phe Pro Ser He His Ser Ser Phe Ala Phe Ser Gly Leu Gly Phe 
165 170 175 

Thr Thr Phe Tyr Leu Ala Gly Lys Leu His Cys Phe Thr Glu Ser Gly 

180 185 190 

Arg Gly Lys Ser Trp Arg Leu Cys Ala Ala He Leu Pro Leu Tyr Cys 
195 200 205 

Ala Met Met He Ala Leu Ser Arg Met Cys Asp Tyr Lys His His Trp 
210 215 220 

Gin Asp Ser Phe Val Gly Gly Val He Gly Leu He Phe Ala Tyr He 
225 230 235 240 

Cys Tyr Arg Gin His Tyr Pro Pro Leu Ala Asn Thr Ala Cys His Lys 
245 250 255 

Pro TVr Val Ser Leu Arg Val Pro Ala Ser Leu Lys Lys Glu Glu Arg 
260 265 270 

Pro Thr Ala Asp Ser Ala Pro Ser Leu Pro Leu Glu Gly He Thr Glu 
275 280 285 

Gly Pro Val 
290 
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<210> 11 
<211> 816 
<212> DM 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1)..(813) 

<400> 11 

atg egg gag ctg gcc att gag ate ggg gtg cga gcc ctg etc tte gga 48 
Met Arg Glu Leu Ala He Glu He Gly Val Arg Ala Leu Leu Phe Gly 
15 10 15 

gte tte gtt ttt aea gag ttt ttg gat ecg tte cag aga gtc ate eag 96 
Val Phe Val Phe Thr Glu Phe Leu Asp Pro Phe Gin Arg Val He Gin 
20 25 30 

eea gaa gag ate t^ ete tat aaa aat eet ttg gtg caa tea gat aac 144 
Pro Glu Glu He Trp Leu Tyr Lys Asn Pro Leu Val Gin Ser Asp Asn 
35 40 45 

ata ect aec cge ete atg ttt gca att tet tte ete aea eec etg get 192 
He Pro Thr Arg Leu Met Phe Ala He Ser Phe Leu Thr Pro Leu Ala 
50 55 60 

gtt att tgt gtg gtg aaa att ate e^ ega aea gae aag aet gaa att 240 
Val He Cys Val Val Lys He He Arg Arg Thr Asp Lys Thr Glu He 
65 70 75 80 
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aag gaa gcc ttc tta gcg gtg tec ttg get ett get ttg aat gga gte 288 
Lys Glu Ala Phe Leu Ala Val Ser Leu Ala Leu Ala Leu Asn Gly Val 
85 90 95 

tge aca aae act att aaa tta ata gtg gga aga cet cgc cec gat ttc 336 
Cys Thr Asn Thr He Lys Leu He Val Gly Arg Pro Arg Pro Asp Phe 
100 105 110 

ttt tac cgc tgc ttt cca gat gga gtg atg aae teg gaa atg eat tge 384 
Phe Tyr Arg Cys Phe Pro Asp Gly Val Met Asn Ser Glu Met His Cys 
115 120 125 

aca ggt gac ece gat etg gtg tec gag ggc cgc aaa age ttc cec age 432 
Thr Gly Asp Pro Asp Leu Val Ser Glu Gly Arg Lys Ser Phe Pro Ser 
130 135 140 

ate cat tee tec ttt gee ttt teg ^e ett ^c ttc aeg aeg ttc tac 480 
He His Ser Ser Phe Ala Phe Ser Gly Leu Gly Phe Thr Thr Phe Tyr 
145 150 155 160 

ttg gcg ^e aag etg eac tge ttc ace gag agt ggg egg gga aag age 528 
Leu Ala Gly Lys Leu His Cys Phe Thr Glu Ser Gly Arg Gly Lys Ser 
165 170 175 

c^ etc tgt get gee ate etg cec ttg tac tge gcc atg atg att 576 
Trp Arg Leu Cys Ala Ala He Leu Pro Leu Tyr Cys Ala Met Met He 
180 185 190 
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gcc ctg tec cgc atg tgc gac tac aag cat cac tgg caa gat tec ttt 624 
Ala Leu Ser Arg Met Cys Asp Tyr Lys His His Trp Gin Asp Ser Phe 
195 200 205 

gtg ggt gga gtc ate ggc etc att ttt gea tac att tgc tac aga eag 672 
Val Gly Gly Val He Gly Leu He Phe Ala Tyr He Cys Tyr Arg Gin 
210 215 220 

cac tat cet cet ctg gee aac aca get tgc cat aaa cce tac gtt agt 720 
His Tyr Pro Pro Leu Ala Asn Thr Ala Cys His Lys Pro Tyr Val Ser 
225 230 235 240 

ctg ega gtc eca gee tea ctg aag aaa gag gag a^ cce aca get gac 768 
Leu Arg Val Pro Ala Ser Leu Lys Lys Glu Glu Arg Pro Thr Ala Asp 
245 250 255 

age gea cce age ttg cet ctg gag ggg ate ace gaa ggc eeg gta tga 816 
Ser Ala Pro Ser Leu Pro Leu Glu Gly He Thr Glu Gly Pro Val 
260 265 270 



<210> 12 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Arg Glu Leu Ala He Glu He Gly Val Arg Ala Leu Leu Phe Gly 
15 10 15 
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Val Phe Val Phe Thr Glu Phe Leu Asp Pro Phe Gin Arg Val He Gin 
20 25 30 

Pro Glu Glu He Trp Leu Tyr Lys Asn Pro Leu Val Gin Ser Asp Asn 
35 40 45 

He Pro Thr Arg Leu Met Phe Ala He Ser Phe Leu Thr Pro Leu Ala 
50 55 60 

Val He Cys Val Val Lys He He Arg Arg Thr Asp Lys Thr Glu He 
65 70 75 80 

Lys Glu Ala Phe Leu Ala Val Ser Leu Ala Leu Ala Leu Asn Gly Val 
85 90 95 

Cys Hir Asn Thr He Lys Leu He Val Gly Arg Pro Arg Pro Asp Phe 
100 105 110 

Phe Tyr Arg Cys Phe Pro Asp Gly Val Met Asn Ser Glu Met His Cys 
115 120 125 

Thr Gly Asp Pro Asp Leu Val Ser Glu Gly Arg Lys Ser Phe Pro Ser 
130 135 140 

He His Ser Ser Phe Ala Phe Ser Gly Uu Gly Phe Thr Thr Phe Tyr 
145 150 155 160 

Leu Ala Gly Lys Leu His Cys Phe Thr Glu Ser Gly Arg Gly Lys Ser 
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165 170 175 

Trp Arg Leu Cys Ala Ala He Leu Pro Leu Tyr Cys Ala Met Met He 
180 185 190 

Ala Leu Ser Arg Met Cys Asp Tyr Lys His His Trp Gin Asp Ser Phe 
195 200 205 

Val Gly Gly Val He Gly Leu He Phe Ala Tyr He Cys Tyr Arg Gin 
210 215 220 

His Tyr Pro Pro Leu Ala Asn Thr Ala Cys His Lys Pro Tyr Val Ser 

225 230 235 240 

Leu Arg Val Pro Ala Ser Leu Lys Lys Glu Glu Arg Pro Thr Ala Asp 
245 250 255 

Ser Ala Pro Ser Leu Pro Leu Glu Gly He Thr Glu Gly Pro Val 
260 265 270 



<210> 13 
<211> 37 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:an artificially 
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synthesized primer sequence 



<400> 13 



cgcgc^atc cgccaccatg cagctcagga atgtgtc 



37 



<210> 14 
<211> 31 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 

<400> 14 

gcgcgctcga ggtttctgat gtgggacagg g 31 

<210> 15 
<211> 37 
<212> DM 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 



<400> 15 
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<210> 16 
<211> 30 
<212> DM 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequaiceian artificially 
synthesized primer sequence 

<400> 16 

gcgcgctcga ^tgcggcct gtcgtctgct 



<210> 17 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequencelan artificially 
synthesized primer sequence 

<400> 17 

gcgcgaagct tgccaccatg ccctcggcac agccg 
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<210> 18 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 

<400> 18 

gcgcgctcga gaatatcaaa acaataagaa tcccc 35 

<210> 19 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized primer sequence 



<400> 19 



gcgcgaagct tgccaccatg gggaaggcgg cggcg 



35 



<210> 20 



<211> 35 



<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequencelan artificially 
synthesized primer sequence 

<400> 20 

gcgcgaagct tgccaccatg gctgcgggag ccgcg 

<210> 21 
<211> 30 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 

<400> 21 

gcgcgctcga gtaccgggcc ttcggtgatc 

<210> 22 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequenceian artificially 
synthesized primer sequence 

<400> 22 

gcgcgaagct tgccaccatg cgggagctgg ccattg 36 



<210> 23 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceian artificially 
S3mthesized primer sequence 

<400> 23 

tcgaggacta caa^cgac gatgacaagc t 



<210> 24 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequ^celan artificially 
synthesized primer sequence 
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<400> 24 

ctagagcttg tcatcgtcgt ccttgtagtc c 31 



<210> 25 

<211> 16 

<212> DNA 

<213> Homo s£Q)iens 

<400> 25 

cacgt^cct cccagc 



<210> 26 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 26 

taggttctcc catttgtcgt tttt 



<210> 27 

<211> 20 

<212> DNA 

<213> HcMDO ss^iens 

<400> 27 

cccttgaaca acgcaggttc 
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<210> 28 
<211> 20 

<212> DNA 

<213> Homo sapiens 
<400> 28 

tttgtaggga cacccacctg 



<210> 29 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 29 

cttccaaggt gcaagtgagg a 21 



<210> 30 

<211> 23 

<212> DNA 

<213> Homo s^iens 

<400> 30 

cattggaggc agaatacagt gtg 23 
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<210> 31 
<211> 20 
<212> DNA 

<213> Homo sapiens 
<400> 31 

tcct^agg atggacacta 20 



<210> 32 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 32 

tgatgtcagg gtggcagatg t 



<210> 33 
<211> 18 
<212> DNA 

<213> Homo sapiens 

<400> 33 

gggaaggtga aggtcgga 



<210> 34 
<211> 17 
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<212> DNA 

<213> Homo sapiens 

<400> 34 

gcagccctgg tgaccag 17 



[0 0 2 0] 

mi] 
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